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Chromosomal DNA template was used to amplify the rpfA-E alleles from the wild type and mutant strains using the primer pairs described in Figure S3 . Plasmid maps of complementation vectors used in this study, as described in Table 1 and sigA, and ∆ACBE and ∆ACBE::pMLUWP were also assayed for expression of Mi. luteus rpf. The mutant strains are denoted by their genotypes (as described in Table 1) , where "+" indicates genetic complementation with one or more rpf-like genes (denoted using single-letter nomenclature and as described in Table 1 and Fig. S3 ), empty vector (pMV306H) or vector carrying the Mi. luteus rpf (pMLUWP). and sigA, and ∆ACBE and ∆ACBE::pMLUWP were also assayed for expression of Mi. luteus rpf. The mutant strains are denoted by their genotypes (as described in Table 1) , where "+" indicates genetic complementation with one or more rpf-like genes (denoted using single-letter nomenclature and as described in Table 1 and Fig. S3 ), empty vector (pMV306H) or vector carrying the Mi. luteus rpf (pMLUWP). 
